
 

 

Figure S1: Schematic representation of COVID-19 main protease (PDB: 6LU7) interactions 

with EIDD-1931. 

Footnote: Blue: protein, Grey: ligand, Yellow: hydrophobic interaction, Green: hydrogen bond. 

 

 

 

Figure S2: Schematic representation of COVID-19 main protease (PDB: 6LU7) interactions 

with 3-Deazaneplanocin. 

Footnote: Blue: protein, Grey: ligand, Yellow: hydrophobic interaction, Green: hydrogen bond. 




