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regression analysis was carried out on each imputed dataset 
and finally, results were combined using standard methods. 
The multiple-imputations method relies on the assumption 
that data are missing at random (MAR), which implies that 
the probability of missingness is independent of the true SVR 
status conditioning on other prognostic factors. Three sensi-
tivity analyses were performed: firstly, analysis was restricted 
to those with known SVR status (complete case analysis); 
secondly, following the intend to treat principle, patients with 
missing SVR status were considered as not having achieved 
sustained virology response; thirdly, analysis was restricted to 
HCV treatment naïve patients. 

Results
Demographic data 

The HCV HepNet.Greece database, updated in May 2009, 
included data from 4.443 patients, of whom 1689 (38%) initi-

Table 1: Characteristics of patients with chronic hepatitis C overall and by hepatitis C virus (HCV) genotype.

Genotype
1 2 3 4 Overall p-value

 Age [years; Median (IQR*)]
46.1 (34.0, 

58.9)
51.5 (42.0, 

60.7)
34.4 (26.6, 

42.2)
44.4 (37.0, 

55.7)
40.6 (31.5, 

54.2) <0.001

N (%) N (%) N (%) N (%) N (%)
Gender <0.001

 Male 212 (52.3) 35 (43.2) 253 (74.4) 87 (69.6) 587 (61.7)

 Female 193 (47.7) 46 (56.8) 87 (25.6) 38 (30.4) 364 (38.3)

Race <0.001

White 392 (99.7) 75 (100.0) 323 (98.8) 105 (86.8) 895 (97.7)

Asian 1 (0.3) 0 (0.0) 2 (0.6) 5 (4.1) 8 (0.9)

Black 0 (0.0) 0 (0.0) 2 (0.6) 11 (9.1) 13 (1.4)

Ethnicity 0.115

 Greek 279 (76.4) 58 (77.3) 258 (82.7) 86 (73.5) 681 (78.4)

 Other 86 (23.6) 17 (22.7) 54 (17.3) 31 (26.5) 188 (21.6)

Possible source of infection <0.001

 Intravenous drug use 62 (15.3) 11 (13.6) 195 (57.4) 29 (23.2) 297 (31.2)

 Transfusion 122 (30.1) 23 (28.4) 35 (10.3) 29 (23.2) 209 (22.0)

 Other 82 (20.2) 18 (22.2) 41 (12.1) 16 (12.8) 157 (16.5)

 Unknown 139 (34.3) 29 (35.8) 69 (20.3) 51 (40.8) 288 (30.3)

Alcohol abuse 55 (14.9) 9 (12.0) 83 (26.7) 25 (22.7) 172 (19.9) <0.001

Cirrhosis at baseline 44 (10.9) 12 (14.8) 25 (7.4) 14 (11.2) 95 (10.0) 0.153

Normal ALT† (IU/L; n=828) 242 (71.2) 58 (76.3) 170 (53.6) 74 (77.9) 544 (65.7) <0.001

Normal AST‡ (IU/L; n=823) 275 (81.4) 59 (78.7) 219 (69.5) 80 (84.2) 633 (76.9) <0.001

TBIL‡<1.5 (mg/dl; n=687) 270 (95.4) 56 (93.3) 250 (94.7) 72 (90.0) 648 (94.3) 0.309

PLT¶> 150000 (/mm3; n=794) 246 (74.8) 56 (77.8) 237 (78.2) 73 (81.1) 612 (77.1) 0.56
Median 
(IQR*)

Median 
(IQR*)

Median 
(IQR*)

Median 
(IQR*)

Median 
(IQR*) p-value

Baseline APRI score (n=782) 0.6 (0.4, 1.1)
0.6 (0.4, 

1.2)
0.7 (0.4, 

1.2)
0.6 (0.3, 

1.0)
0.6 (0.4, 

1.2) 0.058

* Interquartile Range,  †Alanine Aminotransferase, ‡Aspartate Aminotransferase, §Total Bilirubin, ¶Platelets.

ated treatment with Peg-IFNa and ribavirin. Excluded were: 
39 HBV co-infected cases; 5 aged less than 14 years at treat-
ment initiation and 482 whose follow-up time from treatment 
end till May 2009 was less than 6 months. Of the 1163 eligible 
patients, HCV genotype was available for 951 (81.8%). G4 
was found in 125 (13.1%) of them, while the most frequent 
genotype was G1 (n=405, 42.5%). G2 and 3 were found in 
81 (8.5%) and 340 (35.6%) patients, respectively. Genotype 5 
was found in 3 patients only, who were excluded from further 
analysis. Descriptive characteristics of the final study popula-
tion by HCV genotype and overall, are presented in Table 1. 

The majority of patients were Greeks (681/869, 
78.4%); among non Greeks the larger group (82/188, 
43.6%) consisted of patients coming from former Soviet 
Union countries whereas Egyptians were the next group 
in frequency (29/188, 15.4%). The most commonly re-
ported sources of infection were intravenous drug use 




